late-migrating fish, thereby demonstrating that the experimental manipulations effectively 151 marked genetic material that is correlated with migration time (Gharrett et al. 2013) .
152
Census and genetic data -During each spring from [1984] [1985] [1986] [1987] [1988] [1989] [1990] [1991] [1992] only the MDH-B1,2*70 allele, which we refer to as the late-migrating marker allele (LMMA).
169
Temporal patterns of the LMMA frequencies were monitored during five odd-year fry 170 emigration periods (1984) (1985) (1986) (1987) (1988) (1989) (1990) (1991) (1992) was not a significant difference (P = 0.456).
249
The bootstrap analysis demonstrated that the overall frequency of the LMMA declined 250 substantially in adults that returned to Auke Creek in 1991 after being relatively stable during the [1984] [1985] [1986] [1987] [1988] [1989] [1990] , late-migrating fry accounted for an estimated 51-68% of the total fry abundance. . Seasurface temperatures were averaged from 1 April to 31 May. The shaded area depicts the 95% confidence interval.
